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(54)TitIe: TRANSCRIPTIONAL REGULATOR 



(57) Abstract 

A gene encoding a novel transcriptional regulator having a bromo domain has been successfully isolated from a human testis cDNA 
library by effecting polymerase chain reactions employing primers prepared based on an EST sequence which has a high homology with a 
transcriptional regulatory factor "RING3" having a bromo domain and has been found out by retrieving a data base with the use of the 
sequence of "RING3". By analyzing the expression of the isolated gene, it has been found out that this gene is expressed strongly in 
testicular cells with a potent ability to proliferate. The use of the above transcriptional regulator and its gene makes it possible to screen 
candidate compounds for factors interacting with the transcriptional regulator or drugs controlling the activity of the regulator. 
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1 

^-f >=&^f S^>^^^M{is Hi^fc{i2fia (Tamkun JW et al.(1992). 

Nuc. Acids. Res., 20, 2603. Haynes SR et al. (1992). Nuc. Acids. Res., 
20, 2603) > fe%l^{i5M (Nicolas RH and Goodwin GH. (1996). Gene, 175 (1 
2), 233-240) (>D:/0^ K^^ >^5'-7^^A.Ta^^o Zl®^ f^-70B ^ tlS 
ii>tJ{il£lEia{-t)/ro-t45l3. ^OxJis M (Winston F et al.(1987). Genet i 
OS, 115, 649-656. Laurent BC et aL(1991). Proc. Nat. Acad. Sci., USA 88, 
2687-2691) . 3 "i^ g 'j7/N'ai (drosophila) H^M^^MB.^ (Digan ME et a 
1.(1986). Dev. Biol., 114, 161-169. Tamkun JW et al.(1992). Cell, 68, 56 
1-572) -^PifLM (Denis GV, and Green MR. (1996). Genes and Devel., 10, 
261-271. Yang X J et al.(1996). Nature, 382, 319-324) ©^^^^iie^^c 

ii^itTV^;5,iBfla-Ci/^':;^;^^^^t^©^¥^Hi@5tTl^§ (Tafflkun JW et al.(l 
992). Cell, 68, 561-572. Haynes SR et al. (1992). Nuc. Acids. Res., 20, 

2603) 0 z.o^m±. iru=c^:^^y^Mt^^yn>p'^^^-^fbmkl-<D 
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2 

O/CBPj > rpCAFj As^tc^^ tTl^^ d i:A5^^n•tV^i)o 

:i©-5iD TRiNGSj 31fE^{i^ iJ^^XIIb hiSM^ji^tal^l^ (Beck et al., 
(1992) DNA Seq., 2: 203-210)©iB^iJ^&l2: < Wt^F^tlSl^^nfco RINGStzJ; 
D:i-H^ti^^>>'^^M{is thilfe^ rD26362j (Nomura et al.,(1994) DN 
A Res.,l:223-229)iDctl>*S>3'i7i;3'i;^N-xitfe^ ""fshj (Digan et al.,(1986) 

114: m-m)tmm{i^^-r^o soojte^tt^Ts 

#x.?>tl■tV^^s 59~63T^y^®^^-7T-fe>)te¥<&flgi1-ri)^>/^^H(T 
amkun JW et al.(1992). Nuc. Acids. Res., 20, 2603s Haynes SR et al. (199 
2). Nuc. Acids. Res., 20, 2603)tBtli$n§o FESTE^^Jti. MmtamMn^ 
m (Rodgers et al., (1986) Science,234:364)^S{t?)^ >^^^M®it^S![-?:feSs 
7-D'j> (?) . (E) . •feU> (S) . ;}5<i;t;xL/^-> (T) ®^ 

rRING3j {CJ: h'$ti-?)^>>'^^'aii90kDO^3-^M%WLs -bU>-XU 
7t-->Jr:^—fe*rSt4^=tT^( Denis and Green, (1996) Genes and Devel., 10:26 
1-271)„ rRiNG3j iiXV^ Tfshj (DMn^^^O-k ^) > -7.]y^-y^i—\f(D 

^£D)li)?{i-^T'^CV^ ({5i:^i:•A^5Sl^^ii5^c-IDos©:ffli t ^It:/ h* / 

-r^Jry-i (iL-1) iiXuyt)ixo^)>izx\)mWi^fi^i^. f&c-^cD^Ji© 

tl-^f h^-f >-?r{ifiJ^^H*V^(Denis and Green, (1996) Genes and Devel. ,10 
:261-271)o 1tttU>>'-?t46M4D<i:t;^^,ttU >;^•t4ei^a^l-^5{tS^:^— b'rSt* 
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3 

^xi^^tlS (Denis and Green,(1996) Genes and Devel.,10:261-271)o i/ 
3ers;3-^7/\-x® Tfshj Ji^© Tfshj U>K<l:^t4®^i 

6^JT'fe?)qItfet4;t)^*>^ rtrithoraxj g^H? J:®ffiSf^ffl*5^^tL§(Digan et 

al.,(1986) Dev. Biol. ,114:161-169. Mozer and Dawid, (1989) Proc.Natl.Ac 
ad. Sci. 86:3738-3742) o rtrithoraxj h^SlRl ""ALL-lj \t. filfil 

^{^±;^{cl.^tiSf'<CDjtfe^{::^il®C4HC3i/'>^7^ (Aas 
land et al.,(1995) Trends Biochem. Sci. 20: 56-59. Saha et al.,(1995) Pr 
oc. Nat. Acad. Sci. 92: 9737-9741 )o 
-15. TRiNGSj h*)2o©ffe©7-o^ K^-r >^>;^^H. 

rp300/CBPj Hi^Vf rpCAFj t^. M^Bfig^llM-^(t tiT V^i)o TpSOOj 
j^^nt rCBPj ^>;^^nitZ-D<Dmtj:^miR^iZi:K)^--\'^fl^i^s msbx 
^mi^mmLX^^. Ltzt^^X rp300/CBPj i:n?{iti^c i:As^v^o rcBPj © 

^mt. n.m^m^i.■cf^WL^'&^^%^^^x\^ho tcbpj ©-g^ii. -Mtii 

^tiim.'&M^^li^>^t^)^/^y^^ y-T"^ \i (Rubinstein-Taybi) m^W-(0 
i^ai:'5:S(Petrij et al.,(1995) Nature, 376: 348-51 )o ^^.l^s l^<o^© 
a^4#ilt4alfil^{3i5l^T^ rcBPj li. rt(8;16)(pll;pl3)Mj ^Ci^l^T I'M 
OZj iiife-^ttO^ (Borrow et al.,(1996) Nature Genet. ,14: 33-41 )o C©il!-& 

S^:^eoTV^SRJg6t435)^feS(Brownwell and Allis,(1996) Curr.Opin. Genet. De 
vel.,6:176-184)o TpSOOj ©^^li. Mi4©;^Bi^*5 J:U^S^{;i5V^T IrI^ 
^tlTi5^)(Muraoka et al., (1996) Oncogene, 12, 1565-1569). TpSOOj ^^fe 
#:22q^c^5{tSM«WH^^iife^T'$)?)Ci:i)^^lt^^^TV^So ""p 

300/cBPj ©^si!]=^^^1■^)^— ^tit^mcom'&B.i-hms.i'^mt^ 

i:^/^a^Ii:T•$>i>o 0'J^{^^ ^nti. rc-Mybj (Dai et al.,(1996) Genes and 
Devel.,10:528-540):j3c):t>' ""c-Fosj ig¥S^(Bannister and Kouzarides,(199 
6) Nature 384:641-643) (D^n^mm^ (coactivator) T'fet)s 77" 
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TElAj ^y^^^W^-^t^ (Yang et al.,(1996) Nature,382:319-324)o 
TElAj (D rp300/CBPj ^©fflSftfflttx ^o^ Hp< ^ >^ >/-?^K rpcAFj iz 

^tz. rp300/CBPj iilBJil, rpcAFj (it;^ h h ^ >X 7 x^-- fe* 

mMt^mM'tWp-^'^^^t-b^-^^^i'ia.ng et al.,(1996) Nature, 382: 31 9-3 
24)o i^e^T. ElA^iie^fStt®^-®^1i®— ^ttx '■pCAFj - rp300j liSft 

$=J-h*-rSDNAS:ti#t-r;Sc:i:<&HiMi:f^o ^^Bati^DNAWA^ti 
V^^g|5Itt^^^T^tm®ESTla^!J>&Mmtfco Ctl^jESTO-OCDlE^U^^S 
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5 

(3) (1) ^fci± (2) tlBmofe¥si®a^^=fei3-h'-rSDNA. 

(4) (3) \zmmomk^^ts^f? ^ 

(5) (3) tciH«®DNA>&^mRl#fe{3{S^-ri)?f^Kfe^i*^s 

(6) (5) {iiB«®ff$H«^^J&ilt-SXS^^tr. (1) ^fctt (2) 
{ciB«6®fe¥aigeH^®l^ii:5S^ 

(7) (1) (2) {^HBi^cDe¥ii@i5S^{3^^-r^tn;<4i. 

(8) (1) ^fcfi (2) {::|B«Ofe¥P®B^t!^^-rSrStt=&#-r^ib^ 

(a) (1) %fz.\t (2) (z|Bm®^¥ME?i:M^*4i:^g^M^^^xg. 

(b) (1) ^feli (2) {csB«©te¥mH^i:IS^-r5rgtt^Wr^^b^tl 

(9) (8) tl3«©;5^£{::ct»?«ta-5. (1) ^feJi (2) {zfBm©^ 
¥H1@5 t S rSi4 ^ ^ r ^ <b^t/s 

(10) ^ff^a*T'^§x ( 9 ) {ilB«6®'fb^ti> 

(11) IB^JM : 2{CiB«om»iS^'J**e.'&ii>DNAi:#^fi>J{3/\'i'^U^^X 
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6 

:/D^ h-^ ^' > (iH5!J#-t : 1 {;hB«®T5 y^iH?|J®49~109#@i5il>*292~ 
352#@) ^^t^ mi) o ^tz. m^mMizii\,^xm^^M^7skt mmm 

FI-^DNA m^l^^ ie^'J#^: 2{C|Bi66DMiE?!l*^^'k^DNA) >&jg^^i:^m 
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7 

- ^ D v h ^ 7 - ^ ^ ^ if O afe {3 J; D Hi ^ -r i: *5 rI h6 T- $) ^ o 

X-Kx PCRtZj:^^?^^^^^^^^^^:^^^^ (GIBCO-BRLttx Gaithersburg,Mar 
yland) . :t U u* 7 ^ H iCct ?)M'f§^e^'^^il^ffi (Kramer,W.and Frit 

z,HJ (1987) Methods in Enzymol. ,154:350-367) ti^i^M^CDlsm^m^LX. IE 

^y^^Mg^^cirtr. TTSBj ^>;^^MJ:M6&^t:|5ll|f^^>;'?^M$:^ 
: 1) ctI<7)7'5yM^?'Jt:4^V^Tl^)t<(±^i^®T^y®*5g^^^ ^^*jL<{i 

ftin^tiTtT^y^lB^iJ^^Ls CTSBj ^>n^Ki:^BE9^t[5il|^c^¥ligi5H 
-rsRStJ^t^trSiMii^ti^o ii^s 50T^y^)iif^T-$>D. »^u<{±30T^yK 

-^—i^syt^^ (Sambrook,J et al., Molecular Cloning End ed.9.47-9. 
58,Cold Spring Harbor Lab.press,1989) ^mmt^:^^iy^'^m^lzX<m^ti 
TV>i)o m-lb. ^MT'fetLl^. TTSBj ^>;^>7M^=i-H-r^DNA (ie^>j#-^ 
: 2) ^L<(i^©-a5*S{-> ::tli:^ii5It^©;^v^DNA^#^L■r^ WA*^e> 
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8 

feSo ZCD^^IZ TTSBj ^'>y^^M^='-h't--&DNAi:/N'f ^y^-f X-r?)DNA*s 

htzibCD^mtLXlt. hhi.M3^(c, m^its -^^7.. v';/hs "i^J/^ ^ 

SCiiAST'^^tfs '"42°C. 2xSSC. 0.1% SDSj ^i^T-fet)^ if ^ L < 

r50°C. 2xSSC. 0.1% SDSj gj^. fe^VMi r65»C> 2xSSC. 0.1% SDSj m&hs 

-5te¥Mia?{is hV'l' >^^S^#LTV^SCi:*5^ift LV^o fte® 

^M*{-:^p^ >*^i^St--5iPS*^{i. DNASIS (Bi:V7 h -^rnr^vi^ 

tfz. ±H3*^B^©^>^^^K^=i-KfSDNAtr?|-r^o *^B^® 

tj^<. cML yyADNA. ^b^^mA;fei:-*5^^tl^o *^P^©DNA(i^ cDNA T- 

7-^PCR:&ff9^i:{i<t b^Mr?>c:i:3!)^Rl#feTfe^ (^ijxl^x tM. fAffara 
NA et al (1994) Genomics,22,205-210j #hb) „ ^fc. >f J hMkXh^\-l. m 
TQiagen genomic DNA kitsj (Qiagen^ii.Hilden, Germany) ^rffll^fe^ 
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erminator sequencing kitj (Applied BiosysteisltM) ^(^i^^S:fflV^Tf:^{:: J: 

i^mm^ >^^^n^^i^p^'(:%^^'^^tzib imzmBi'^mcDrzisb) 

fflv^?)tl•5^^^-i: LTtts f?'J;l{^> >i7-r;i/;^^^^$'- rpAdexLcwj 
1/ hD>>^';i/;^^^^- Tpzipneoj ?fei:*35)S^{f f>ti^o *%Bj®^? >;^^?S<fe^ 

$>i)o tT{i!^{cMli:ftv^7^)5. «^Jx.lis (E.coli) ^ffl 

rpREP4j (Qiagentt^, Hi Iden, Germany) ti,lli^. mm^m\^i>m 
rsp-QOlj (StratagenettM.La Jol la, California) tii}^1:^. ^^MW^ 
fflV^S^-^t^i TBAC-to-BAC baculovirus expression systemj (GIBCO-BRUii^, 
Gaithersburg.Maryland) ^^h'^^!f^LV^o Sfcs iii?LitJt)^BSs {?iJx.{^. CHOiB 
R COSIBIBa. NIH3T3m^^^=&fflV^^^^^z^i. 0lJx.l^^ CLacSwitch II expr 
ession systemj (Stratagenett^.La Jolla, California) ^ci:**^M-efe2)o ^ 

^fcs *^Ba^±^ 2^^0^®DNA^^]iRJt6lz{SJ#1-S?f^M&^<*;«;|l1-So 

NA^%3iTO(C^S^#tTV^^Rl•5^ ^^«0^#ffim^®*)®*«^^tl^o *^B^ 
(;r)^^^_^^X^t^^«i:bT{ii}$^c$lJ|51li^v^o ex vivoS{-ct?)?ilS??^ 



wo 98/48015 



PCT/JP98/01782 



10 

zti^-5]mi:^^o ti:^. m.^mx.^yj'^^n^m^r^fzsbizimi.tzBn^ 

^ o 

^mx. :iti^:^^m(Dm^mmm'?-^*^yy')y^^'^tzTy ^ -y'^-ij^ 
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mt^^m^'^^j:.^^ ^^xf (b) *^B^o^¥Ms^^{3^^^-r§fSt4^ 

liGST^j' y/^^ntom^^ y^^^mtLxmm.b. :iti^±my -f jiy^-ts-iB 
^^^imGsmmz^yy^kHit^ ^^x.7.v^:j^x^yyu^^^^^y^>t&j (sko 

Inik EY, Margolis B, Mohammadi M, Lowenstein E, Fischer R, Drepps A, UU 
rich A, and Schlessinger J (1991)Cloning of PIS kinase-associated p85 ut 
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12 

ilizing a novel method for expression/cloning of target proteins for rec 
eptor tyrosine kinases. Cell 65, 83-90) Jc J; i iiA^WtlT-^So 

^ :itifi^m^n^mm^^s v?iB^tziiGKLm^^mhmw.tm^tMix^ 

I)) rtwo/N^ >y Vi/T.y'I^^ ( TMATCHMARKER Two-Hybrid Systemj , fMam 
malian MATCHMAKER Two-Hybrid Assay Kitj , tmaTCHMAKER One-Hybrid Systemj 
(V^■m^tJclontech^tM)^ THybriZAP Two-Hybrid Vector Systemj (stratagene 
^tU). XW^ TDalton S, and Treisman R (1992)Characterization of SAP-1, 
a protein recruited by serum response factor to the c-fos serum response 
element. Cell 68, 597-612j ) izm^^Mt ^ :i t ^'^mx ^ ^ o * 

i)A^;^;i/-7*^i' •;-->^ (Wrighton NC; Farrell FX; C 
hang R; Kashyap AK; Barbone FP; Mulcahy LS;Johnson DL; Barrett RW; Jolli 
ffe LK; Dower WJ., Small peptides as potent mimetics of the protein horm 
one erythropoietin, Science (UNITED STATES) Jul 26 1996, 273 p458-64. Ve 
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rdine GL., The combinatorial cheiistry of nature. Nature (ENGLAND) Nov 7 
1996, 384 pll-13. Hogan JC Jr. .Directed combinatorial chemistry. Nature 
(ENGLAND) Nov 7 1996, 384 pl7-9) izX^^^i^mom^mWm^lzm-^t 

WM^i-m^^Mt^w^tzmm (M:t^7Ks m^m. mmnu ^mm 

ttz. :^%m\t. TTSBj ^'yy^^^M^u-h't^DNAhl^Sft^tCA^:/';^*^ 
XUs h*) 157^ 5" H ©01:1 ^^Wf^DNAimf So CdT" r^^M^tc 

;^ h U >vx> h^cn-f ^ij^-f -tf-^>3>^{^.TT-. ftii®^ >^^^^H^=3- K 
TSDNAt^:7py^7N^-:/'j -^z-i/ 3 yb^^Miz^\^ti:\,^z t^^to z.(DJ^o 
tjidUlts TTSBj ^>/^^J^H<&=3-H-rSDNA^t^£|[l> MfSfci^OT'D-y i: 

Mia ?!l^^^t0t?feSo ^fcs PR0SITEx-^5'^-;^tt9^{3ct DlBl^^tlfeSo 
®^^-7STI^T-^N-ro 2o©7^D^ XT ^7^49-109*5 <tt;^292-352) 
43J:t>*PESTE?!J (T^ 7^636-672)AS#S-rSo 
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E12li. TTSBj . rRiNG3j . ^<tt>* Tfshj ®it^^:^— tf hV-rvcr^y 
m.Mm (Dkt^^yj<to ^i— fe'-9-/ h*^ ""Denis and Green (19 
96) Genes and Devel., 10: 261-271j {m^^^i^fc^>OT"fe ■y-yK^^>I 

~ii^ W9iLx\^^o TTSBj (DrnmoikmizMiBt^o u^^ntz^^ 

121 4 (i. A{iiEmm{::i5{t?. fTSBj ® ^-if >l!SW<&^^Lfe^)©T■$)So 1 
{i;C^ll. Zfifliiii^ 3{iM. 4(i0. SttBTBis 6{i#tSIS. TiiSH. 8{iS$». 9{i 

B$M^ loiiMs llttBu3L8^^ i2{i)iims 12mm. mmm (mm 

f^m) s mt^mik^Mit^mto mmmmmiz:^i-f^ ttsbj ©y— 9-'>«irr 

^fj<L. l{±BU#tl^i4fiMHL-60. 2(iHeLaS3m. 3{itttt#Mt4 aMK-56 
2. 4{iU >>'^^3^t4difii#IM0LT-4. Sii^N*-^ «y h U >/«ajk 6{±;^M^SW 
480. 7{iWm549. 8{±MfeBlG361?£^sro tfeo 

j-:jit. 2^^0^=&iiMfi?ij{ict !9^<*:a^tg$iB^-ri,;b\ :^^BMit:i*i^mmimzu 

my=--9^-y^<Dmsmmz, TrinGSj ji^E^©DNAiB?iJ(Beck et al.,(19 
92) DNA Seq.,2:203-210)^MU. 7'o-yia^iJi:;ffi|5lt4®fe^f'l!t©EST<l:Isl 
^Lfco :iti?>cDESTcD^-^-o, U-S*© rH64204j 

(Diatchenko et al.,(1996) Proc.Nat.Acad.Sci.93:6025-6030)(i. rRiNG3j t 
2851)p {3 ^ T 65% OlE^'J^S laitt ^ ^ t T V ^ ;^c o 

EST rH64204j ±ft©^o-:2>^:£tf •5fe4?){CESTiB^'J**f)PCR7'^^ v-U 
'"@B^iJS-^:3 : AATGTCTCTGCCAAGTCGACAAj iij^Xfl ''iB?'J#^:4 : AGCATCCACAGGA 
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CGTTGAAAGj ^mfL. )li^cDNA$^Sh tTPCR$:^T^fco PCR(i. 94°C-^8^. 
i^^,^T r94°CT'30# . GO'CTl^ (T--U>^) s 72°C-^1^ ({* 

fi) J ^Z5V--( C^Jin^tzc ta^. ?Cm\mmtLX rAmpUIaq gold j (Per 
kin Elmerma^') ^ffll>;fco Z(D^^. 175bp®PCRmt)As^#^nfco ;i 
©PCR»<&7*D-ri: tTfflV^^ m^cWky^y^^)- (ClontechttS^ HL3024 

a) ^7.i7U--y^Ltzo tji^D. yu--y\±r^x. =yy^hr^^ xy^Kz. 

J: t)[a-="P]dCTPT-Mts ^ dt;^ t:>10*^ A (Chromaspin 10 columns) 
(ClontechttS^) T'JiML:to >'\^ ^'J ^^'-tf-i-a TExpressHyb 

hybridization solutionj (Clontechtt®i)4»-e65*'CT'll^PBlt7ofeo 

5& Tlx SSC. 0.1% SDS. eB'Cj ^V^9§,^X h U >i^x>v-T-?5tr%Lfeo cDNA 

946®;;!— 7*> U-T^-f >^77l'-A (ORF) {:: 947-7 ^ K1-?>3104bp© 
jii^iB?'J*^^#e>^^fco ORF(z{±. 60bp£D^^^3'#mM^*^itV^T*5l^^ ^tifi 
20bp±gST-*'UT7^-;Wb^>y:>-;i/ (ATTAAA) ijA7^-;i/-e,l^^tfco % 

f§B^#?>{iW^o — >^ TTSB (testis specific bromodomain) j J:#8^t;feo 

y^iE^ij<&E^'j#^ : l(c^^■ro f^ii. ^mm\x. abi^^^-^ ^- 

^-'^b^<^fflV^T. ABI377iitiiB^iJ^« (Perkin Elmertt^) T-^^Ufco 
[|im«?'J2] ffilslttijj: 15^^-7 

7'^/^iE^ijT'©^>/'?^K7^-^'^-;^t^5^<t!3^ TRiNGSj (66%^|Bl, 649 
,T^yi?{::t)fel5 59Xl5l-)> rD26362j (625Mg|5]s 649Z 5 ^ ^{3t5fc 56%|5j 

PROSITESfflV^feT^ y^ie^J®^^-7j^mtct !3> 2o®yo^ K^^ >(r 
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(Rodgers et al., (1986) Science, 234:364) A^i^SLfco cne)®^^-7 

©firsts 1 t^fo 

^tzs rRiNG3j {±-fe>;>-Xb;t->=>r:^— b*rSt4^W1-S:ii:«e>nT 
^/^Sfc^6(Denis and Green, (1996) Genes and Devel. ,10:261-271)^ rxSBj (D 

lis GCGCi5(t?)Bestfit?&ffl^^Tll5igLfeo CcD^m^ ^tSBj iZ^l^^XB^ 
rRlNG3j :3r:^-— If h'^^>ia^'J5?^^l*?)TJ;<<S#^tLTV^SCi::?)^*«JH8Lfc m 

Sfc. rRiNG3j ■^>;'i^mi±mzm^t^:it-bm^nx\.^^tzlib. PSORTT- 
P^^^A>&fflV^T^ TSBtOV>TJt^^^=fTi'^:^;i/^(5l^Ufco 4^ 
ao^^i^tfi-iJ^:^;!^*^ 4uli- (488{4s 489{5. 575&. *cfct;919jiE). Dtf> 

• 7'> K ♦ >^'t':t— ;u • 3>-fe (Robbins and Dingwall consens 
us) (Robbins and Dingwall, (1991) Cell, 64: 615-23)^2ii f-(445{]ii5 J;t>*6 
OZm^lh^titzo ZCDZtt^^ rRiiiG3j tmm^z. ^tsBj *)^{::^ffi-r ^cii: 

[mums] riSBj 0v«;;t:>^ 

TTSBj ®^fe^*:±®(4ffl<&lRl^-r^fc4^x 7*7^ v-U (iE^!J#-t:3) *5J:t;f 
L (iE^>JS-^:4) rcoriell Cell Repositories, New Jerseyj (Duboi 

s and Naylor, (1993) Genomics, 16: 315-319)*^ ^11 ^ ti;t24#^fef*t: 

TSBcDM<£r'5W{i> P^fir^^'v'-U (i£?ij#^:3) :fccfct>'L (E^iJ#-t: 
4) ?&ffll^T^ l>'U^;^©^^fel*^^^'^ >y KWI^^^;^^ U-->^tfco Z 
(Df^m. i^^^tli.l75bp»{is t hml^fe^*:tol^-rWfe^*t4Tfe?.M 
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rGM13139j iy^^CD^i-i^i^^Htzo rGeneBridge4 radiation hybrid panel j 
(Walter et al.,(1994) Nature Genetics 7: 22-28) t:^U-C*)IS|l;r-7-f v- 
<&PCRtfflV>feo rhttp://www-genoie.wi.mit.edu/cgi-bin/contig/rhmapper.p 
l.j ^^"-<^fflV^'C^ #A>f 7U h•>?)5^i^i^t4*^ltt^*>^7^3 T 

I-7719J t rwi-3099j (DlS2154)cDr^©^fe^*:lp-^ fe^ d h A^^N^tDfc (HIS) o 

XL. i.m(Dmkti)mmtm\.^t^j\^ r^} ^'^ XLtz (ei4a) » c®M{±. 
TTSBj ^mMt^tzmzm\^^tzm(Dm^^^^^-(yv^)-mMt-mLtz{\i 

iatchenko et al.,(1996) Proc. Nat. Acad. Sci. 93: 6025-6030)o ^^jt. 7* 

!Hf^fl^Jtfe^i:I@11t^ MAGE^T^ U-(van der Bruggen et al.,(1991) Science, 
254: 1643-1647) >/-s--A5flfe©MI^T-^3K T'o^ 

Bj (D^mt. mmbtzmmmzi5\,^xit\.^tM^m^fiti:t^^tz mm o isi 
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>^^;&&A«^nfco *^i390fe¥^gi5H?{i. ^{m#bTVN^i:#x.f>ti 
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( 2 ) ^mom^ : mmmmmi' 

( 3 ) MS#^ : C2-902PCT 

(4) : 

(5) mm : 

( 6 ) m^WWi : 4 

mm^ : 1 

iB?'J®ft^ : 947 
IB ^iJ 

Met Ser Leu Pro 
1 

Ser Arg Gin Thr Ala He He Val Asn Pro Pro Pro Pro Glu Tyr He 
5 10 15 20 

Asn Thr Lys Lys Asn Gly Arg Leu Thr Asn Gin Leu Gin Tyr Leu Gin 

25 30 35 

Lys Val Val Leu Lys Asp Leu Trp Lys His Ser Phe Ser Trp Pro Phe 

40 45 50 

Gin Arg Pro Val Asp Ala Val Lys Leu Lys Leu Pro Asp Tyr Tyr Thr 

55 60 65 

He He Lys Asn Pro Met Asp Leu Asn Thr He Lys Lys Arg Leu Glu 
70 75 80 
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Asn Lys Tyr Tyr Ala Lys Ala Ser Glu Cys He Glu Asp Phe Asn Thr 
85 90 95 100 

Met Phe Ser Asn Cys Tyr Leu Tyr Asn Lys Pro Gly Asp Asp He Val 

105 110 115 

Leu Met Ala Gin Ala Leu Glu Lys Leu Phe Met Gin Lys Leu Ser Gin 

120 125 130 

Met Pro Gin Glu Glu Gin Val Val Gly Val Lys Glu Arg He Lys Lys 

135 140 145 

Gly Thr Gin Gin Asn He Ala Val Ser Ser Ala Lys Glu Lys Ser Ser 

150 155 160 

Pro Ser Ala Thr Glu Lys Val Phe Lys Gin Gin Glu He Pro Ser Val 
165 170 175 180 

Phe Pro Lys Thr Ser He Ser Pro Leu Asn Val Val Gin Gly Ala Ser 

185 190 195 

Val Asn Ser Ser Ser Gin Thr Ala Ala Gin Val Thr Lys Gly Val Lys 

200 205 210 

Arg Lys Ala Asp Thr Thr Thr Pro Ala Thr Ser Ala Val Lys Ala Ser 

215 220 225 

Ser Glu Phe Ser Pro Thr Phe Thr Glu Lys Ser Val Ala Leu Pro Pro 

230 235 240 

He Lys Glu Asn Met Pro Lys Asn Val Leu Pro Asp Ser Gin Gin Gin 
245 250 255 260 

Tyr Asn Val Val Glu Thr Val Lys Val Thr Glu Gin Leu Arg His Cys 

265 270 275 

Ser Glu He Leu Lys Glu Met Leu Ala Lys Lys His Phe Ser Tyr Ala 
280 285 290 
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Trp Pro Phe Tyr Asn Pro Val Asp Val Asn Ala Leu Gly Leu His Asn 

295 300 305 

Tyr Tyr Asp Val Val Lys Asn Pro Met Asp Leu Gly Thr lie Lys Glu 

310 315 320 

Lys Met Asp Asn Gin Glu Tyr Lys Asp Ala Tyr Ser Phe Ala Ala Asp 
325 330 335 340 

Val Arg Leu Met Phe Met Asn Cys Tyr Lys Tyr Asn Pro Pro Asp His 

345 350 355 

Glu Val Val Thr Met Ala Arg Met Leu Gin Asp Val Phe Glu Thr His 

360 365 370 

Phe Ser Lys He Pro He Glu Pro Val Glu Ser Met Pro Leu Cys Tyr 

375 380 385 

He Lys Thr Asp He Thr Glu Thr Thr Gly Arg Glu Asn Thr Asn Glu 

390 395 400 

Ala Ser Ser Glu Gly Asn Ser Ser Asp Asp Ser Glu Asp Glu Arg Val 
405 410 415 420 

Lys Arg Leu Ala Lys Leu Gin Glu Gin Leu Lys Ala Val His Gin Gin 

425 430 435 

Leu Gin Val Leu Ser Gin Val Pro Phe Arg Lys Leu Asn Lys Lys Lys 

440 445 450 

Glu Lys Ser Lys Lys Glu Lys Lys Lys Glu Lys Val Asn Asn Ser Asn 

455 460 465 

Glu Asn Pro Arg Lys Met Cys Glu Gin Met Arg Leu Lys Glu Lys Ser 

470 475 480 

Lys Arg Asn Gin Pro Lys Lys Arg Lys Gin Gin Phe He Gly Leu Lys 
485 490 495 500 
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Ser Glu Asp Glu Asp Asn Ala Lys Pro Met Asn Tyr Asp Glu Lys Arg 

505 510 515 

Gin Leu Ser Leu Asn He Asn Lys Leu Pro Gly Asp Lys Leu Gly Arg 

520 525 530 

Val Val His He He Gin Ser Arg Glu Pro Ser Leu Ser Asn Ser Asn 

535 540 545 

Pro Asp Glu He Glu He Asp Phe Glu Thr Leu Lys Ala Ser Thr Leu 

550 555 560 

Arg Glu Leu Glu Lys Tyr Val Ser Ala Cys Leu Arg Lys Arg Pro Leu 
565 570 575 580 

Lys Pro Pro Ala Lys Lys He Met Met Ser Lys. Glu Glu Leu His Ser 

585 590 595 

Gin Lys Lys Gin Glu Leu Glu Lys Arg Leu Leu Asp Val Asn Asn Gin 

600 605 610 

Leu Asn Ser Arg Lys Arg Gin Thr Lys Ser Asp Lys Thr Gin Pro Ser 

615 620 625 

Lys Ala Val Glu Asn Val Ser Arg Leu Ser Glu Ser Ser Ser Ser Ser 

630 635 640 

Ser Ser Ser Ser Glu Ser Glu Ser Ser Ser Ser Asp Leu Ser Ser Ser 
645 650 655 660 

Asp Ser Ser Asp Ser Glu Ser Glu Met Phe Pro Lys Phe Thr Glu Val 

665 670 675 

Lys Pro Asn Asp Ser Pro Ser Lys Glu His Val Lys Lys Met Lys Asn 

680 685 690 

Glu Cys He Leu Pro Glu Gly Arg Thr Gly Val Thr Gin He Gly Tyr 
695 700 705 
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Cys Val Gin Asp Thr Thr Ser Ala Asn Thr Thr Leu Val His Gin Thr 

710 715 720 

Thr Pro Ser His Val Met Pro Pro Asn His His Gin Leu Ala Phe Asn 
725 730 735 740 

Tyr Gin Glu Leu Glu His Leu Gin Thr Val Lys Asn He Ser Pro Leu 

745 750 755 

Gin lie Leu Pro Pro Ser Gly Asp Ser Glu Gin Leu Ser Asn Gly He 

760 765 770 

Thr Val Met His Pro Ser Gly Asp Ser Asp Thr Thr Met Leu Glu Ser 

775 780 785 

Glu Cys Gin Ala Pro Val Gin Lys Asp He Lys He Lys Asn Ala Asp 

790 795 800 

Ser Trp Lys Ser Leu Gly Lys Pro Val Lys Pro Ser Gly Val Met Lys 
805 810 815 820 

Ser Ser Asp Glu Leu Phe Asn Gin Phe Arg Lys Ala Ala He Glu Lys 

825 830 835 

Glu Val Lys Ala Arg Thr Gin Glu Leu He Arg Lys His Leu Glu Gin 

840 845 850 

Asn Thr Lys Glu Leu Lys Ala Ser Gin Glu Asn Gin Arg Asp Leu Gly 

855 860 865 

Asn Gly Leu Thr Val Glu Ser Phe Ser Asn Lys He Gin Asn Lys Cys 

870 875 880 

Ser Gly Glu Glu Gin Lys Glu His Pro Gin Ser Ser Glu Ala Gin Asp 
885 890 895 90O 

Lys Ser Lys Leu Trp Leu Leu Lys Asp Arg Asp Leu Ala Arg Pro Lys 
905 910 915 
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Glu Gin Glu Arg Arg Arg Arg Glu Ala Met Val Gly Thr He Asp Met 

920 925 930 

Thr Leu Gin Ser Asp He Met Thr Met Phe Glu Asn Asn Phe Asp 
935 940 945 

iB^J#^ : 2 
RmoSi^ : 3104 

MiWMM : cDNA to mENA 

^m^m-rm^ : cos 

: 106 .. 2946 

^m^^^l^tz:^^ : E 
IE V^l 

GGCAAGATGT TCCTGGGAGG TCAAGTTAAG AGTCAAAAAT AATTCATTAG ATTTAACAAT 60 
TTAGCATGGA CATGTACTTG TAGACAGGAT TCAAAGCAGT TAAGA ATG TCT CTG CCA 117 

Met Ser Leu Pro 

1 

AGT CGA CAA ACA GCT ATT ATT GTT AAC CCT CCT CCA CCA GAA TAT ATA 165 
Ser Arg Gin Thr Ala lie lie Val Asn Pro Pro Pro Pro Glu Tyr He 
5 10 15 20 

AAT ACT AAG AAA AAT GGG CGA TTG ACA AAT CAA CTT CAG TAT CTA CAA 213 
Asn Thr Lys Lys Asn Gly Arg Leu Thr Asn Gin Leu Gin Tyr Leu Gin 
25 30 35 
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AAA GTT GTC CTA AAG GAT TTA TGG AAG CAT AGT TTT TCA TGG CCC TTT 261 
Lys Val Val Leu Lys Asp Leu Trp Lys His Ser Phe Ser Trp Pro Phe 

40 ' 45 50 

CAA CGT CCT GTG GAT GCT GTG AAA CTA AAG TTG OCT GAT TAT TAT ACQ 309 
Gin Arg Pro Val Asp Ala Val Lys Leu Lys Leu Pro Asp Tyr Tyr Thr 

55 60 65 

ATT ATA AAA AAC CCA ATG GAT TTA AAT ACA ATT AAG AAG CGC TTG GAG 357 
He He Lys Asn Pro Met Asp Leu Asn Thr He Lys Lys Arg Leu Glu 

70 75 80 

AAT AAA TAT TAT GCG AAG GCT TCA GAA TGT ATA GAA GAC TTC AAT ACA 405 
Asn Lys Tyr Tyr Ala Lys Ala Ser Glu Cys He Glu Asp Phe Asn Thr 
85 90 95 100 

ATG TTC TCA AAT TGT TAT TTA TAT AAC AAG CCT GGA GAT GAC ATT GTT 453 
Met Phe Ser Asn Cys Tyr Leu Tyr Asn Lys Pro Gly Asp Asp He Val 

105 110 115 

CTT ATG GCA CAA GCT CTA GAG AAG CTG TTT ATG CAG AAA TTA TCT CAG 501 
Leu Met Ala Gin Ala Leu Glu Lys Leu Phe Met Gin Lys Leu Ser Gin 

120 125 130 

ATG CCA CAA GAA GAG CAA GTT GTG GGT GTT AAG GAA AGA ATC AAG AAA 549 
Met Pro Gin Glu Glu Gin Val Val Gly Val Lys Glu Arg He Lys Lys 

135 140 145 

GGC ACT CAA CAG AAT ATA GCT GTT TCT TCT GCT AAA GAA AAA TCA TCA 597 
Gly Thr Gin Gin Asn He Ala Val Ser Ser Ala Lys Glu Lys Ser Ser 

150 155 160 

CCC AGC GCA ACA GAA AAA GTA TTT AAG CAG CAA GAA ATT CCt' TCT GTA 645 
Pro Ser Ala Thr Glu Lys Val Phe Lys Gin Gin Glu He Pro Ser Val 
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165 170 175 180 

TTT CCT AAG ACA TCT ATT TCT CCC TTG AAC GTG GTA CAG GGA GCT TCA 693 

Phe Pro Lys Thr Ser He Ser Pro Leu Asn Val Val Gin Gly Ala Ser 

185 190 195 

GTC AAC TCC AGT TCA CAA ACT GCG GCC CAA GTT ACA AAA GGT GTG AAG 741 
Val Asn Ser Ser Ser Gin Thr Ala Ala Gin Val Thr Lys Gly Val Lys 

200 205 210 

AGG AAA GCA GAT ACA ACA ACT CCT GCA ACT TCA GCA GTT AAA 6CA AGT 789 
Arg Lys Ala Asp Thr Thr Thr Pro Ala Thr Ser Ala Val Lys Ala Ser 

215 220 225 

AGT GAA TTT TCT CCA ACA TTC ACA GAA AAA TCA GTG GCA CTG CCA CCT " 837 
Ser Glu Phe Ser Pro Thr Phe Thr Glu Lys Ser Val Ala Leu Pro Pro 

230 235 240 

ATA AAA GAA AAT ATG CCA AAG AAT GTT TTG CCA GAT TCT CAG CAA CAA 885 
He Lys Glu Asn Met Pro Lys Asn Val Leu Pro Asp Ser Gin Gin Gin 
245 250 255 260 

TAT AAT GTT GTG GAG ACT GTT AAA GTA ACT GAA CAA TTA AGG CAC TGT 933 
Tyr Asn Val Val Glu Thr Val Lys Val Thr Glu Gin Leu Arg His Cys 

265 270 275 

AGT GAG ATT CTT AAA GAA ATG CTT GCA AAG AAA CAT TTT TCA TAT GCA 981 
Ser Glu He Leu Lys Glu Met Leu Ala Lys Lys His Phe Ser Tyr Ala 

280 285 290 

TGG CCC TTT TAT AAT CCT GTT GAC GTT AAT GCT TTG GGA CTC CAT AAC 1029 
Trp Pro Phe Tyr Asn Pro Val Asp Val Asn Ala Leu Gly Leu His Asn 

295 300 305 

TAC TAT GAC GTT GTC AAA AAT CCG ATG GAT CTT GGA ACT ATT AAG GAG 1077 
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Tyr Tyr Asp Val Val Lys Asn Pro Met Asp Leu Gly Thr He Lys Glu 

310 315 320 

AAA ATG GAT AAC CAA GAA TAT AAG GAT GCA TAC TCA TTT GCG GCA GAT 1125 
Lys Met Asp Asn Gin Glu Tyr Lys Asp Ala Tyr Ser Phe Ala Ala Asp 
325 330 335 340 

GTT AGA TTA ATG TTC ATG AAT TGC TAC AAG TAC AAT CCT CCA GAT CAC 1173 
Val Arg Leu Met Phe Met Asn Cys Tyr Lys Tyr Asn Pro Pro Asp His 

345 350 355 

GAA GTT GTG ACA ATG GCA AGA ATG CTT CAG GAT GTT TTC GAA ACG CAT 1221 
Glu Val Val Thr Met Ala Arg Met Leu Gin Asp Val Phe Glu Thr His 

360 365 370 

TTT TCA AAG ATC CCG ATT GAA CCT GTT GAG AGT ATG CCT TTA TGT TAC 1269 
Phe Ser Lys lie Pro He Glu Pro Val Glu Ser Met Pro Leu Cys Tyr 

375 380 385 

ATC AAA ACA GAT ATC ACA GAA ACC ACT GGT AGA GAG AAC ACT AAT GAA 1317 
He Lys Thr Asp He Thr Glu Thr Thr Gly Arg Glu Asn Thr Asn Glu 

390 395 400 

GCC TCC TCT GAA GGG AAC TCT TCT GAT GAT TCT GAA GAT GAG CGA GTT 1365 
Ala Ser Ser Glu Gly Asn Ser Ser Asp Asp Ser Glu Asp Glu Arg Val 
405 410 415 420 

AAG CGT CTT GCA AAG CTT CAG GAG CAG CTT AAA GCT GTA CAT CAA CAG 1413 
Lys Arg Leu Ala Lys Leu Gin Glu Gin Leu Lys Ala Val His Gin Gin 

425 430 435 

CTC CAG GTT TTG TCC CAA GTA CCT TTC CGT AAG CTA AAT AAA AAG AAA 1461 
Leu Gin Val Leu Ser Gin Val Pro Phe Arg Lys Leu Asn Lys Lys Lys 
440 445 450 
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GAG AAG TCT AAA AA6 GAA AAG AAA AAA GAA AAG GTT AAT AAC AGC AAT 1509 
Glu Lys Ser Lys Lys Glu Lys Lys Lys Glu Lys Val Asn Asn Ser Asn 

455 460 465 

GAA AAT CCA AGA AAA ATG TGT GAG CAA ATG AGG CTA AAG GAA AAG TCC 1557 
Glu Asn Pro Arg Lys Met Cys Glu Gin Met Arg Leu Lys Glu Lys Ser 

470 475 480 

AAG AGA AAT CAG CCA AAG AAA AGG AAA CAA CAG TTC ATT GGT CTA AAA 1605 
Lys Arg Asn Gin Pro Lys Lys Arg Lys Gin Gin Phe He Gly Leu Lys 
485 490 495 500 

TCT GAA GAT GAA GAT AAT GCT AAA CCT ATG AAC TAT GAT GAG AAA AGG 1653. 
Ser Glu Asp Glu Asp Asn Ala Lys Pro Met Asn Tyr Asp Glu Lys Arg 

505 510 515 

CAG TTA AGT CTG AAT ATA AAC AAA CTC CCT GGA GAT AAA CTT GGG CGA 1701 
Gin Leu Ser Leu Asn lie Asn Lys Leu Pro Gly Asp Lys Leu Gly Arg 

520 525 530 

GTA GTT CAC ATA ATA CAA TCA AGA GAG CCT TCT CTG AGC AAT TCC AAT 1749 
Val Val His He He Gin Ser Arg Glu Pro Ser Leu Ser Asn Ser Asn 

535 540 545 

CCT GAT GAG ATA GAG ATA GAC TTT GAA ACA CTG AAA GCA TCA ACA CTA 1797 
Pro Asp Glu He Glu He Asp Phe Glu Thr Leu Lys Ala Ser Thr Leu 

550 555 560 

AGA GAA TTA GAA AAA TAT GTT TCG GCA TGT CTA AGA AAG AGA CCA TTA 1845 
Arg Glu Leu Glu Lys Tyr Val Ser Ala Cys Leu Arg Lys Arg Pro Leu 
565 570 575 580 

AAA CCT CCT GCT AAG AAA ATA ATG ATG TCC AAA GAA GAA CTT CAC TCA 1893 
Lys Pro Pro Ala Lys Lys He Met Met Ser Lys Glu Glu Leu His Ser 
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585 590 595 

CAG AAA AAA CAG GAA TTG GAA AAG CGG TTA CTG GAT GTT AAT AAT CAG 1941 
Gin Lys Lys Gin Glu Leu Glu Lys Arg Leu Leu Asp Val Asn Asn Gin 

600 605 610 

TTA AAT TCT AGA AAA CGT CAA ACA AAA TCT GAT AAA ACG CAA CCA TCC 1989 
Leu Asn Ser Arg Lys Arg Gin Thr Lys Ser Asp Lys Thr Gin Pro Ser 

615 620 625 

AAA GCT GTT GAA AAT GTT TCC CGA CTG AGT GAG AGC AGC AGC AGC AGC 2037 
Lys Ala Val Glu Asn Val Ser Arg Leu Ser Glu Ser Ser Ser Ser Ser 

630 635 640 

AGC AGC TCA TCA GAG TCT GAA AGT AGC AGC AGT GAC TTA AGC TCT TCA 2085 
Ser Ser Ser Ser Glu Ser Glu Ser Ser Ser Ser Asp Leu Ser Ser Ser 
645 650 655 660 

GAC AGC AGT GAT TCT GAA TCA GAA ATG TTC CCT AAG TTT ACA GAA GTA 2133 
Asp Ser Ser Asp Ser Glu Ser Glu Met Phe Pro Lys Phe Thr Glu Val 

665 670 675 

AAA CCA AAT GAT TCT CCT TCT AAA GAG CAT GTA AAG AAA ATG AAG AAT 2181 
Lys Pro Asn Asp Ser Pro Ser Lys Glu His Val Lys Lys Met Lys Asn 

680 685 690 

GAA TGC ATA CTG CCT GAA GGA AGA ACA GGC GTC ACA CAG ATA GGA TAT 2229 
Glu Cys He Leu Pro Glu Gly Arg Thr Gly Val Thr Gin He Gly Tyr 

695 700 705 

TGT GTG CAA GAC ACA ACC TCT GCC AAT ACT ACC CTT GTT CAT CAG ACC 2277 
Cys Val Gin Asp Thr Thr Ser Ala Asn Thr Thr Leu Val His Gin Thr 

710 715 720 

ACA CCT TCA CAT GTA ATG CCA CCA AAT CAC CAC CAA TTA GCA TTT AAT 2325 
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Thr Pro Ser His Val Met Pro Pro Asn His His Gin Leu Ala Phe Asn 

725 730 735 740 

TAT CAA GAA TTA GAA CAT TTA CAG ACT GTG AAA AAC ATT TCA CCT TTA 2373 

Tyr Gin Glu Leu Glu His Leu Gin Thr Val Lys Asn He Ser Pro Leu 

745 750 755 

CAA ATT CTG CCT CCC TCA GGT GAT TCT GAA CAG CTC TCA AAT GGC ATA 2421 
Gin He Leu Pro Pro Ser Gly Asp Ser Glu Gin Leu Ser Asn Gly He 

760 765 770 

ACT GTG ATG CAT CCA TCT GGT GAT AGT GAC ACA ACG ATG TTA GAA TCT 2469 
Thr Val Met His Pro Ser Gly Asp Ser Asp Thr Thr Met Leu Glu Ser 

775 780 785 

GAA TGT CAA GCT CCT GTA CAG AAG GAT ATA AAG ATT AAG AAT GCA GAT 2517 
Glu Cys Gin Ala Pro Val Gin Lys Asp He Lys He Lys Asn Ala Asp 

790 795 800 

TCA TGG AAA AGT TTA GGC AAA CCA GTG AAA CCA TCA GGT GTA ATG AAA 2565 
Ser Trp Lys Ser Leu Gly Lys Pro Val Lys Pro Ser Gly Val Met Lys 
805 810 815 820 

TCC TCA GAT GAG CTC TTC AAC CAA TTT AGA AAA GCA GCC ATA GAA AAG 2613 
Ser Ser Asp Glu Leu Phe Asn Gin Phe Arg Lys Ala Ala lie Glu Lys 

825 830 835 

GAA GTA AAA GCT CGG ACA CAG GAA CTC ATA CGG AAG CAT TTG GAA CAA 2661 
Glu Val Lys Ala Arg Thr Gin Glu Leu He Arg Lys His Leu Glu Gin 

840 845 850 

AAT ACA AAG GAA CTA AAA GCA TCT CAA GAA AAT CAG AGG GAT CTT GGG 2709 
Asn Thr Lys Glu Leu Lys Ala Ser Gin Glu Asn Gin Arg Asp Leu Gly 
855 860 865 
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AAT GGA TTG ACT GTA GAA TCT TTT TCA AAT AAA ATA CAA AAC AAG TGC 2757 
Asn Gly Leu Thr Val Glu Ser Phe Ser Asn Lys lie Gin Asn Lys Cys 

870 875 880 

TCT GGA GAA GAG CAG AAA GAA CAT CCG CAG TCA TCA GAA GCT CAA GAT 2805 
Ser Gly Glu Glu Gin Lys Glu His Pro Gin Ser Ser Glu Ala Gin Asp 
885 890 895 900 

AAA TCC AAA CTC TGG CTT CTC AAA GAC CGT GAT TTA GCC AGG CCG AAA 2853 
Lys Ser Lys Leu Trp Leu Leu Lys Asp Arg Asp Leu Ala Arg Pro Lys 

905 910 915 

GAA CAA GAG AGG AGG AGG AGA GAA GCC ATG GTG GGT ACC ATT GAT ATG 2901 
Glu Gin Glu Arg Arg Arg Arg Glu Ala Met Val Gly Thr lie Asp Met 

920 925 930 

ACC CTT CAA AGT GAC ATT ATG ACA ATG TTT GAA AAC AAC TTT GAT 2946 
Thr Leu Gin Ser Asp He Met Thr Met Phe Glu Asn Asn Phe Asp 

935 940 945 

TAAAACTCAG TTTTTAAATT AACCATCCAC TTAAAATGAA TGGTAAAAGA TCAAAATGCA 3006 
TATGGTAAAA TGATTGCTTT CAGATAACAA GATACCAATC TTATATTGTA TTTTGACTGC 3066 
TCTAAAATGA TTAAACAGTT TTCACTTACA AAAAAAAA 3104 

iH?'J#^ : 3 
mW&^ : 22 

: 

mn 
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AATGTCTCTG CCAAGTCGAC AA 

iB^J#-^ : 4 
lE^ijCDfi^ : 22 

mncom mm. 

AGCATCCACA GGACGTTGAA AG 
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2 . iB^'J#-t : 2 {z|Blg®^aE?y/tP^'5;SDNAi; ^'j X-r^DNA*s=i 

3 . ItM 1 ^fett 2 t|EigcD^^^g5@^^^=J- K-rSDNAo 
4. tt-Afclia tlBi6©DNA=&^tr^^^-o 

5 . sl« 3 {3HBie®DNA^^]^RlBfe{3{S^-r Sff^S^t^f^o 

6 . IISl^Jl 5 {Zf3©®ff^H^J^i*:^*g«t ?)Xa^^tf^ if*Jl 1 ^fett 2 t 

7. a^JMl tfc{i2 tHB«©fe^iI|g0ia?{-^'&1"^Jni^4^o 

8 . mim. 1 ^fctt 2 {iBB«®te¥wa^ tJS^r sfst4$:Wt-?)'fb^ti® 

(a) af^Jil ^fc{±2tHB«£®fe¥lltiia^^M^*4i:^^M^-ti:?)X^i. 

( b ) If 1 ^ (± 2 {ziBtB® ^¥11® a? i: t ^tStt ^ ^ r ^ <t^t) 

9. |f^JS8(3fBi^©;^^{IJ;^3Mt9§^ H^fcig 1 ^fctt 2 {iiBt&®«K¥ 
1 0 . si AtcJg 9 {zIBSO^b-^tJo 

1 1 . E^J#^ : 2 {ilBie©^aE^'J*^S>''d;SDNAi:!lt^fl^(3A^ y>r Xt. 
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GGCAAGATGnCCTGGGAGGTCAAGnAAGAGTCAAAAATAAmTTAGATTTAAM^ 

TCAAAGCAGnAAGAATGTCTCTGCCAAGTCGACAAACAGCTAnATTGnAACCCTCCTCCACCAGAATATAT^^ 1B0 
HSLPSRQTAIIVNPPP P E_Y I N T K K N 25 
GGGCGATTGACAAATCAAmCAGTATCTACAAAAAGTTCTCCTAAAGGAmATCGAAGCATAGTT m 

GTGGATGCTGTGAAACTAAAGTTGCCTCATrAnm^ 

A AATyTfiyM^kAAjy AfiAAJ&tfcAATAy S T^I c T y tl^try a4^^^ mkj I^OAI T 450 

KYYAKASECIEOFNTH FSNCYIYH K P G D D I 115 

Gn cm T 5fikXA5C T C T A{U(^AfiC T G nT Am^ 540 
VLMA0ALEKLFMQKLSQMPQEEQVVGVKER145 

ATCMGAAAGGCACTCAACAGAATATAGCT^mmCTtSCTAAAGAAAAATCATCACCCAGCGCAACAGAAm^^ 630 

IKK6T0QHIAVSSAKEKSSPSATEKVFKQQ175 
GAAATTCCnClTiTAmCCTAAQACATCTAmCTCCCTTGAACGTGGTACAGGGAGCnCAGTCAA 720 

EIPSVFPKTSISPLHVVQGASVNSS S Q T A A 205 
CAAGnACAAAAGGTGTGAAGAGGAAAGCAGATACAACAACTCCTGCAACmAGCACnAAAGCAAppAAT^ 810 

QYTK6VKRKADTTTPATSAVKASSEFSPTF235 
ACAGAAAAATCAGTGGCACTGCCACCTATAAAAGAAAATATGCCAAAGAATGTmGCCAGAnCTCA^ 900 

TEKSVALPPIKENMPKNVLPDS Q Q Q Y N V V E 265 
ACTBmAAGTAACTGAACAAnAAGGCACTGTAGTGAGATTCnAAAGAAATGCnGCAAAGAA^ 990 

TVKVTEQLRHCSEILKEMLAKKHFSY A W P F 295 
TATAATCCTGTTGACGnAATGCmGGGACTCCATAACTACTATGACGTTGTCAAAAATCCGATG 1080 

A TGfiATAAtCAAGytAAGGAW^^^^ 1 1^** 

MnHOFYKOAYSFAAOVRLH FHHCYKYN P P D 355 
CKcdk&miM^^ m | gAAA6ATeffi6AY16;ACCl(^l liiA GApTCCCT 1260 

HEVVTMARML(1DVFETHFSK.IPIEPVESHP385 
nATGTOCATCAAAACAGATATCACAGAAACWCTCGTAGAGAGAAWCTAATGAAGCCTCCTCTGAA^^^ 1350 

ICYIKTDITETTGRENTNEASSEGNSSDDS415 
GAAGATGAGCGAGnAAGCGTCTTCCAAAGCTTCAGGAGCAGmAAAGCTGTACATCAACAGCTCCAG^ 1440 

EDERVKRLAKLQEQIKAVHO0L0VLSQVPF445 
CGTAAGCTAAATAAAAAGAAAGAGAAGTCTAAAAAGGAAAAGAAAAAAGAAAAGGnAATAACAGCAATGm^ 1530 

RRLNKKKEKSRKEKKKEKVHHS LJ, N P R K M C 475 



EDERVKRLAKLQEQlKAVnUULUVLduvrr hh^ 
CGTAAGCTAAATAAAAAGAAAGAGAAGTCTAAAAAGGAAAAGAAAAAAGAAAAGGnAATAACAGCAATGm^ 1530 
RRLNKKKEKSRKEKKKEKVHHSKENPRKMC475 
GAGCAAATGAGGCTAAAGGAAAAGTCCAAGAGAAATCAGCCAAAGAAAAGGAAACAACAGnCATTGGTCTAAAATCTGA^ 1620 
EQNRLKEKSKRNQPKKRKOQFIGLKSEDED 505 
AATBCTAAACCTATGAACTATGATGAGAAAAGGCAGnAAGTCTGAATATAAACAAACTCCCTGGAGATAA^ 1710 
HAKPMNYDEKRQLSLNINKLPGDKLGRVVH535 

ATAATACAATCAAGAGAGCCTTtrrCTGAGCAAnCCAATCCTCATGAGATAGAGATAGACT^ 1800 
IIQSREPSLSNSHPDEIEIDFETLKASTLR5B5 

GAATTAGAAAAATATGTTTCGGCATGmAAGAAAGAGACCAnAAAACCTCCTGCTAAGAAAATAA 1B90 
ELEKYVSACLRKRPLKPPAKKIKHSKEELH595 

TCAWGAAAAAACAGGAAnGGAAAAGCGGnACTGGATGnAATAATCAGTTAAAnCTAGAAAACGTCAAAC^^ 1980 
S0KKQELEKRLIDVNMQLNSRKRQTKSDKT625 

CAACCATCCAAAGCTGTTCAAAATGmCCOSACTGAGTGAGAGCAGCAGCAGCAGCAGCAGCT^^^ 2070 

GACTTAAGCTCTTCAGACaLaGTCA^^^ 2160 

0 LSSSDSSDSESEHFPK FTEVKPNOSPSKE 685 
C At6TAAAGAAAATGAAGAATfiAAY5CAtAtT GCCY6AAGGAA6AAfcA66CGTC 2250 

HVKKMKNECILPEGRTGVTQI6YCVQDTTS715 
GCWATACTACCCTTGTTCATCAGACCACACCnCACATGTAATGCCACCAAATCACCACCAAmGCAmAAnAT^ 2340 

ANTTLVHQTTPSHVMPPNHHQLAFNYQELE745 
CAmACAGACTGTGAAAAACAmCACCmACAAATO7tlC(rrCCCTCAGGT6ATT(rrGAACAGOT^^ 2430 

HLQTVRNISPLQILPPS6DSEQLSH6ITVM775 
CATCCATCrrcGTGATAGTCACACAACGATGnAGAATCTGAATGTCAAGCTCCTCTACAGAAGW^^ 2520 

HPSGDSDTTMLESECQAPVQXDIKIKNADS805 
mAAAAGTTTAGGCAAACCAGTGAAACCATCAGGTGTAATGAAATCCTCAGATGAGCTCTTCAACCAAm 2610 

WKSLGKPVKPSGVMKSSDELFNQFRKAAIE 835 
AAGGAAGTAAAAGCTCGGACACAGGAACTCATACGGAAGCAmGGAACAAAATACAAAGGAACTAAAAGCATCTCAAGAAAATCAGAGG 2700 

KEVKARTQELIRKHLEQNTKELKASQENQR B65 
GATCTTGGGAATGGATTGACTGTAGAATCTTTTrCAAATAAAATACAAAACAAGTGCT^^ 2790 

DLGN6LTVESFSHRIQNKCSGEEQKEHPQS 895 
TCAGAAGCTCAAGATAAATCCAAACTCTGGCnCTCAAAGACCGTGATrTAGCCAGGCCGAAAGAACAAGAGAGGAGGAGGAGA 2880 

SEAOOKSKLWLLKDRDLARPKEOER RR R E A 925 
AT6GT6GGTACCAnGATATGACCmCAAAGTGACAmTGACAATGmGAAAACAACmGATTAAAA(rrCAGTm 2970 

MVGTIDMTLQSDIHTMFENKF0»947 

ATCCAOTAAAATGAATGGTAAAAGATCAAAATGCATATGGTAAAATGATTGCmCAGATAACAAGATACCAATCTOTATO 30BO 
GACTGCTCTAAAATGATTAAACAGTTTTCACnACAAAAAAAAA 3104 
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